are given as mean ± SE relative to the wild-type value, set at 100 (n = 3). Bars = 1 cm in (c). (a) Fifth leaf area (LA), leaf length (LL) and leaf width (LW) of gSAP#6 and gSAP#8 (n = 8) . gSAP is sod3-1 transformed with a genomic copy of At5g35770.
(b) Petal area (PA), petal length (PL) and petal width (PW) of gSAP#6 and gSAP#8 (n = 60) . gSAP is sod3-1 transformed with a genomic copy of At5g35770. (c) Silique length (SL) and silique width (SW) of gSAP#6 and gSAP#8 (n = 20) . gSAP is sod3-1 transformed with a genomic copy of At5g35770.
Values in (a-c) are given as mean ± SE relative to the respective wild-type values, set at 100%. **, P<0.01 compared with the sod3-1 (Student's t-test).
Supplementary Figure 5 | Phylogenetic tree of SAP homologs.
The phylogenetic tree was constructed using the neighbor-joining method of MEGA4.0 program. The full length sequences of SAP homologs in different species were used to construct the phylogenetic tree. Numbers at nodes indicate percentage of 1000 bootstrap replicates. The scale bar at bottom represents the genetic distance. 
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y18 y16 y15 y14 y12 y11 y10 y8 y5 b5 b6 b7 b9 b12 b13 b14 b15 b17 b18 b21 b22 b23 b24 b25 b26 b28 b30 (a-c) The proteasome inhibitor MG132 stabilizes PPD1. 10-d-old 35S:Myc-PPD1 seedlings were treated with or without 50 µM MG132. Total protein extracts were subjected to immunoblot assays using anti-Myc and anti-RPN6 (as loading control) antibodies. Results in Fig. 4c were repeated twice (a,b). Quantification of Myc-PPD1 protein levels was relative to RPN6. Band intensities of triplicate repeats ( Fig. 4c; Supplementary Fig. 12a,b) were quantified by the ImageJ program (n = 3). Relative levels of Myc-PPD1 proteins were shown (c).
Intensity
(d-f) The proteasome inhibitor MG132 stabilizes PPD2. 10-d-old 35S:Myc-PPD2 seedlings were treated with or without 50 µM MG132. Total protein extracts were subjected to immunoblot assays using anti-Myc and anti-RPN6 (as loading control) antibodies. Results in Fig. 4d were repeated twice (d,e). Quantification of Myc-PPD2 protein levels was relative to RPN6. Band intensities of triplicate repeats ( Fig. 4d; Supplementary Fig. 12d ,e) were quantified by the ImageJ program (n = 3). Relative levels of Myc-PPD2 proteins were shown (f). (g-i) Overexpression of SAP results in the reduced levels of PPD1 proteins. Total proteins from 35S:GFP;35S:Myc-PPD1 (1) and 35S:GFP-SAP;35S:Myc-PPD1 (2) leaves were isolated and subjected to immunoblot assays using anti-Myc and anti-RPN6 (as loading control) antibodies, respectively. Results in Fig. 4e were repeated twice (g,h). Quantification of Myc-PPD1 protein levels was relative to RPN6. Band intensities of triplicate repeats ( Fig. 4e; Supplementary Fig. 12g ,h) were quantified by the ImageJ program (n = 3). Relative levels of Myc-PPD1 proteins were shown (i). (j-l) Overexpression of SAP results in the reduced levels of PPD2 proteins. Total proteins from
35S:GFP;35S:Myc-PPD2 (3) and 35S:GFP-SAP;35S:
Myc-PPD2 (4) leaves were isolated and subjected to immunoblot assays using anti-Myc and anti-RPN6 (as loading control) antibodies, respectively. Results in Fig. 4f were repeated twice (j,k). Quantification of Myc-PPD2 protein levels was relative to RPN6. Band intensities of triplicate repeats ( Fig. 4f; Supplementary Fig. 12j,k) were quantified by the ImageJ program (n = 3). Relative levels of Myc-PPD2 proteins were shown (l). (m-o) The GFP-PPD1 proteins accumulate at higher levels in the sod3-1 mutant. Total proteins from 10-d-old 35S:GFP-PPD1 and 35S:GFP-PPD1;sod3-1 seedlings were subjected to immunoblot assays using anti-GFP and anti-RPN6 (as loading control) antibodies, respectively. Results in Fig. 4g were repeated twice (m,n). Quantification of GFP-PPD1 protein levels was relative to RPN6. Band intensities of triplicate repeats ( Fig. 4g; Supplementary Fig. 12m .n) were quantified by the ImageJ program (n = 3). Relative levels of GFP-PPD1 proteins were shown (o). (p-r) The GFP-PPD2 proteins accumulate at higher levels in the sod3-1 mutant. Total proteins from 10-d-old 35S:GFP-PPD2 and 35S:GFP-PPD2;sod3-1 seedlings were subjected to immunoblot assays using anti-GFP and anti-RPN6 (as loading control) antibodies, respectively. Results in Fig. 4h were repeated twice (p,q). Quantification of GFP-PPD2 protein levels was relative to RPN6. Band intensities of triplicate repeats ( Fig. 4h; Supplementary Fig. 12p .q) were quantified by the ImageJ program (n = 3). Relative levels of GFP-PPD2 proteins were shown (r). Twelve leaves were used to measure leaf area, leaf length and leaf width, and fifty cells from each leaf were used to measure cell area (n = 12). (f) Petal area (PA), petal length (PL), petal width (PW) and petal cell area (PCA) of Col-0 and ppd1-2. Sixty petals were used to measure petal area, petal length and petal width (n = 60). Eighteen petals were used to measure petal cell area (n = 18). Fig. 12 . Arrowheads indicate the expected proteins.
